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Channel 1 -
WS1 6 A 16H (K) /June 16 (Wed.) 18:00 ~ 20:30
SFREODEOEHFICH TS IER

New trends of protein science in multimolecular crowding biosystems
M FWRE D FRMOERE

EEHIE, MR & D%  DEREDFHHHEP ORIREIZA DR U o 720 FIMEBRBE CHRE L TV 5. K
EETIX, O L) By IR THREES 2 BHE O, WIEWRIT. &2 WIdEHEICAERZH LYo Ty —
VR IFHTEA DI 2 AR Ly 53 FHRMBRRE IS 2 RAEMAOSGRORMIZOWTERZIT) -

Proteins function under multimolecular crowding biosystems such as cells and biological tissues, in which many
biomolecules are mixed in a complex and exist at high concentration. In this symposium, we introduce the new
molecular tools and technologies, which are useful for structure and functional analyses, and functional control of
proteins exisiting under the complicated biolgical sysytems. We also discuss future trends of protein science exploting
these useful tools and technilogies.

F—HFAY— R & (REAF). TFH #8EX (FuKE)
Organizers: Itaru Hamachi (Kyoto Univ.), Akio Ojida (Kyushu Univ.)

(1800 (XU&HIC
Opening Remarks
Ojife#th #% (Itaru Hamachi)
HUHRK 2 (Kyoto Univ.)

WS1-01 (18051 Hifko Vv I RIGIC & SHFERMEEIRATEREIC K D HEAERITE
Antibody Clicking as a Strategy to Modify Antibody Functionalities on the Surface of
Targeted Cells
O/ 1! (Toru Komatsu), 2 i ! (Etsu Kyo), i 3EME ! (Haruki Ishii), LT 8+ 2 (Aiko Yamaguchi),
28 el 2 (Kyoji Tsuchikama), {ii ¥ %<Hg 1,34 (Yasuteru Urano)

"HiK - #E (Grad. Sch. Pharm. Sci., Univ. of Tokyo). * Health Science Center at Houston, Univ. of Texas.
SPK - [E (Grad. Sch. Med. Univ. of Tokyo), ‘AMED-CREST

WS1-02 (1829 aNL Y PRFYITDHDRIFEEOEEHLE
Medicinal protein organic chemisty for covalent drug discovery
OL7-H #K (Akio Ojida)

JukPi - 38 (Grad. School of Pharm. Sci., Kyushu Univ.)

WS1-03 (1853 H@E#kZ/INIEY FLIM 23 —%RA0 = ATP OBZEMEES X—S2J
Quantitative spatio-temporal imaging of ATP using a single fluorescent protein FLIM sensor
O Ik ik ! (Satoshi Arai), ¥ V77 HF54 T ! (Satya Sarker), I 5 4l 2 (Tetsuya Kitaguchi)
40K - WPLF /B (WPI-NanoLSL, Kanazawa Univ.), BUR L3RS - BHAHAMADERIZEEE (IR, Tokyo Tech)

WS1-04 (1917 EFERTO—TILY FARTL—AFGEICEBEFEBRNZRTLZE S hIEEREHE
Measurement of Multidimensional Chemical Distribution Information in Biological Tissues
by Scanning Probe Electrospray lonization

OXKIK ¥:— (Yoichi Otsuka)
P K « B - 1k (Dept. of Chem., Grad Sch. of Sci., Osaka Univ.)
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WS1-05 (1941] /NFREELEYT + =T 1 > J DRE S 27 LDIERE
Understanding the mechanism by which the ER-resident disulfide-catalysts assist their client
oxidative folding

OWLA T8 2 (Masaki Okumura)

"Gk K - SREEWE (FRIS, Tohoku Univ.), 2JST A% (FOREST, IST)

WS1-06 [2005] FFRMREHERT D2V EOBEL R
Modulation of structure and function of intracellular proteins by macromolecular crowding

OV ## (Noritaka Nishida)
T-#K - BidE (Grad. Sch. Pharm. Sci, Chiba Univ.)

S
WS 68168 (K /June 16 (Wed) 18:00 ~ 20:30 Japanese/English Session

SHEERFEORAIMR  ERICEIIRENII=HZ
Frontiers in Bio-metal science: the roles of metals in life

HE | FFMRE EwEENE

HENICHEAET 5 & SE 0 MESBEITRPEMGE 2R 2 L TEELEHEZRZLTWDL I LWL
T&/o RT—2 2 ay 7Tl [EGEE] 0720 2165 H T 570 SMIE - kL ~NVoORZEO KA E &
MV T=72 s E_e s XV HEOMEEAPTAZT Y bO— Vo4 REMES Y, Y VF A7 — IV THRAEDN
i %o

Various metallic elements are involved in fundamental processes for maintaining cellular homeostasis. In this
workshop, to shed light on the role of “biometals”, researchers in this field are going to present their recent findings.
Biological phenomenon accomplished with biometals will be comprehensively discussed from molecular to whole-

body levels.

F—HFAY— REEX GILRE). &l K7 (FRIERE)
Organizers: Yuta Amagai (Tohoku Univ.), Takeshi Yokoyama (Tohoku Univ.)

WS2-01 11800 FHERIRFICEISERBE /NI HHEDERRT
Theoretical analyses on dynamics of metalloproteins based on computational science

O M FH M (Yasuteru Shigeta)
FPK - G (Center for Computational Sciences, Univ. of Tsukuba)

WS2-02 (1815 Probing functional and structural differences of quinol dependent Nitric Oxide
Reductases’ (QNOR) within a lipidic nanodisc environment

OChai Gopalasingam', Hiroaki Yamaoka', Akitoshi Shibata'. Kouki Fukumoto'.
Hideki Shigematsu®. Takehiko Tosha’. Kazumasa Muramoto', Yoshitsugu Shiro'
'Graduate School of Life Sciences, University of Hyogo. *RIKEN SPring-8 Center

WS2-03 (1830 FRMEMEICHITBE FOFF—EDERPDEBEDS FHIE
Molecular mechanism of metal center assembly in [NiFel]-hydrogenase from aerobic bacteria
O A R 12 (Norifumi Muraki), % FF 1.2 (Shigetoshi Aono)
EUSFHEIRIERAE - ZEdy . (NINS, EXCELLS), *EUAFHEIFERAE - 25 T-0F (NINS, IMS)

(12)



Ws2-04
(1P-24)

WS2-05

W$2-06
(1P-75)

WS2-07

Ws2-08

WS2-09

Ws2-10

(1845] tRNA thiolation mechanism catalyzed by iron-sulfur enzymes
OfAWEN' (Masato Ishizaka), Fjt HH 2 (Minghao Chen), %% K J| % ! (Shun Narai),
YA LK (Masaki Horitani), I KAl 24 (Yoshikazu Tanaka), - fit 2 (Jian Yu), Bk [ 1.2 (Min Yao)

JLk - 26y (Life Sci., Hokkaido Univ.), *dbk - 563/ (Adv. Life Sci., Hokkaido Univ.), %K - % (Agri., Saga Univ.),
“Yedbk - 2y (Life Sci., Tohoku Univ.)

(19001 {LIREHKFHRERE b7 AKR—2—IC39 B HEEAERIRR
Development of functional inhibitors to metal ion transporters from Streptococcus pyogenes
OHARE 3] 12 (Makoto Nakakido), 7N &k ! (Miyu Takeuchi), i #J 3 (Sho Ito),
AN Jnge? (Chihiro Aikawa), E["f7 I 5 (Satoru Nagatoishi), H1JI] —@ 4 (Ichiro Nakagawa),
HEA JESE 123 (Kouhei Tsumoto)

"WikB: - 1.+ N4 F Y (Dept. of Bioeng., Sch. of Eng,. Univ. of Tokyo),

YUK « T+ /b2 (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo).

SRR &A Y # IBHEA2 v 4 — ROD (M f#Hr) 7 )V — 7 (Rigaku Corporation ROD Single Crystal Analysis Group
Application Laboratories), “HUKBE « £ (Sch. of Med., Univ. of Kyoto), “HUk - PRI (Inst. of Med. Sci., Univ. of Tokyo)

(1918] /71 RV BEKE BhuUV-T [CXZEREMLEEEXOS HFHRR

Stepwise transport revealed by spectroscopic analyses of ABC transporter: BhuUV,
reconstituted in nanodisc

OXRN k! (Tetsunari Kimura), & #itl ! (Takuya Asada), Ak 393 ! (Sae Hayashi),
[y NE S (Motonari Tsubaki), 3% L. fili 2 (Yoshitsugu Shiro), A % 3 (Hiroshi Sugimoto)

UK - BEBEE - 4k (Dept. of Chem., Grad. Sch. of Sci., Kobe Univ.),
LUK - B a B (Grad. Sch. of Life Sci., Hyogo Pref. Univ.), *¥iff + SPring-8 (SPring-8 Cent., RIKEN)

(19301 HIRRRTREAF>%2%>7=S0D1 VNV EHUBDER
A mechanism of how SOD1 reacquires the metal ions once dissociated in cells
Ol KW (Yoshiaki Furukawa)
BENE - BET - b2 (Dept. of Chem., Keio Univ.)

[19:45] ?Qgﬁiﬂﬁﬂ%(:2‘5&16&%&%)’5#‘]@7’)‘4‘5@%—:i')l«’"/’ﬁi’"/-\"\°EI > ERp44 OKkeza> bO—l
Regulated Zn*" concentrations at the early secretory pathway control function of an
ER-Golgi chaperone, ERp44
OXKH k! (Yuta Amagai), 1111 #k ! (Momo Yamada), %% W] ! (Tomomi Watanabe),

JNFITE #2247 ! (Toshiyuki Kowada), 4% 552 23 (Satoshi Naramoto), B H& ! (Satoshi Watanabe),
RIF BT (Junko Kyozuka), Roberto Sitia*, AL ! (Shin Mizukami), F{ZE #k ! (Kenji Inaba)

"Lk - % ICHF (IMRAM, Tohoku Univ.), *Hidbk - B2 - ZEf#b4 (Grad. Sch. Life Sci., Tohoku Univ.),
3Jek - BB (Fuc. of Sci., Hokkaido Univ.). ‘IRCCS-OSR

(2000] ZIP EiEAHEX L22ROERIC K VMRRNERCHIRILT S
Intracellular zinc homeostasis is controlled by ZIP through divalent cations that they
mobilize

OVilk ARz !? (Yukina Nishito), A% #¥F ! (Shino Nagamatu), 7 K ! (Taiho Kambe)
"BUKBE - Z:fy (Graduate School of Biostudies, Kyoto Univ.), “5i#F#F} K% (Kyoto Pharmaceutical Univ.)

(2015 BRI 58 BEEHRRNEREOE DS FEERERIT
Integrated Analyses of Pathogenic Metalloproteins in Brain Disorders
O/NI $L:2 (Tadayuki Ogawa)
HK - & - HIHaAE4E (Dept. of Med., Univ. of Tokyo)
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BEOHBFER7—HIT7 WS : EREZFAMICIR A S NMR X
PSSJ Archives WS: Novel NMR techniques for diversified protein analysis

NMR 2 &) B0 ae 2 D IA §8 2 e 2 - — )V O S E T SRR 72H%, B2 AR5 2 L3 C & 3l & #%E
THbo L L IEFEICBEZES T2 LEI2L DI 2 lE B sE o N TREZ O T L, K7 —
72 a vy 7TIE EERE T RV AR ORI NMR & LT, Mlgriile, EREE O, HEkE
EVoLBEAEOZOE EO%HE 9 F CMET 5 TR, BIGCHIEL Vo 2R ICEBB 2 52 2 FEE/HN T %,
NMR method allows the analysis of proteins at the atomic resolution and over a wide time scale, whereas it is
not possible to acquire images directly and the measurement is complicated. However, novel information on the
structural and physical properties can be obtained by elaborating on the measurement techniques. Here, we introduce
methods for measuring intact protein samples, such as intracellular measurement, measurement of large samples, and
sensitivity-enhanced signal detection, as well as methods for perturbing systems such as light irradiation and stirring,
as the cutting-edge next-generation NMR method.

A=AFAY— R KE (REAF). A S (KRKE)

Organizers: Daichi Morimoto (Kyoto Univ.), Tomoki Matsuda (Osaka Univ.)

[1800] Introduction

WS3-01 18031 &K NMRICKDEHRBBIFRES Y 71 (I3 T B ERIBERIF
Dynamic structure-guided drug development for multiple pharmacological modalities by
solution NMR spectroscopy
OFr E (Koh Takeuchi)
PERSHF + M5 (Cell Mol Blotech, AIST)

WS3-02 (18271 A combinatorial acquisition of distinct protein NMR spectra based on multiplicity-
(1P-48) dependent resonance editing

O&HH B! (Yuichi Yoshimura), AV ¥ — 75 ¥ A 2 (Frans Mulder)
"Bk - #EWF (Inst. Protein Res., Osaka Univ.), 4+ —7 Z K% « {b%F} & iINANO (Dept. Chemistry and iNANO, Aarhus Univ.)

8511 HEHRX Y Ar—IVEEMEICET =B8R E (DNP) - Bk NMR iE—3Ri&E & HiEROFFRE
Dynamic Nuclear Polarization (DNP) MAS NMR for Mesoscopic Structural Biology
- Development of Methods and Instruments -

OMA By (Yoh Matsuki)
Bk + # AW (Institute for Protein Research, Osaka Univ.)

WS3-03 |

WS3-04 (1915 Bk NMRICEBWEMRO KT ORFRIEEXLOMRE
Light-induced conformational changes in microbial rhodopsins as studied by solid-state NMR
OJIIA W (Tzuru Kawamura)
BE[EK - B2 + PIT (Grad. Sch. Eng. Sci., Yokohama Natl. Univ.)

WS3-05 19391 Rheo-NMRIC&Z 4 /NVEDT I OA FRMLBIRDY) 7V 21 LEHA
Real-time measurement of amyloid fibrillation processes of a protein by using Rheo-NMR
SN EER ! (Naoto Iwakawa), Erik Walinda®, A K& ! (Daichi Morimoto).,
O k! (Kenji Sugase)

"BUK + T (Grad Sch. of Eng., Kyoto Univ.), 50K « & (Grad Sch. of Med., Kyoto Univ.)

(14)



WS3-06

(2003 FEHDRLS NMR T— 2 DIRERFRICE S &2 /N7 E multi-state SLFEERFIR
Multi-state protein structure determination by integrated analysis of multiple NMR data sets

Ofth 4 $kJT (Teppei lkeya), 1 B (Yutaka Ito)
#RLK - B - {b%: (Dept. of Chem., Grad. Sch. of Sci., Tokyo Metropolitan Univ.)

2027 Conclusion
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APPA/PSSJ 7—¥ v av7 EREMAOHFEREICHITT
APPA/PSSJ Joint Workshop Toward International Cooperation in Protein
Science

Asia Pacific Protein Association (APPA) (&, 7 ¥ 7 K EMB TOEBFEWMEE DR & FE% HIE L T 2004 4F12
LS, YURT T L% JEBEIHMEL T B, 2020 4D 2020WCPS & [HRZALIE TR DO 7% Tdh o 7275,
COVID-19 7= 12k & 2 5 T b KEID APPA ¥ Y KT T AANOF v 74 7L LTRT =22 a v TE2T)
APPA ORRFIZE BHRICINA T, 5HROEHEIZONT, FY UV FTF—T VT4 ANy ¥ a %419,

The Asia Pacific Protein Association (APPA) was established in 2004 with the aim of cooperating and developing
protein research in the Asia-Pacific region, and holds symposiums every three years. It was scheduled to be held in
Sapporo at the same time as 2020 WCPS in 2020, but it has been canceled due to COVID-19. This workshop will be
held as a kick-off to the next APPA symposium. In addition to the presentation by the representative of APPA, a round
table discussion on the future cooperation will be conducted.

F—HrY¥— FBEH EX (ERREIXZ). James R. Ketudat Cairns (Suranaree Univ. of Technology)
Organizers: Masafumi Yohda (Tokyo Univ. of Agriculture and Technology),
James R. Ketudat Cairns (Suranaree Univ. of Technology)

[945]  Opening Remarks
O James R. Ketudat Cairns

Suranaree Univ. of Tech.

WS4-01 9501 Proteogenomic landscape of extracellular vesicles (EVs): functional insights and
diagnostic potential

O Richard J. Simpson' . Rong Xu'? . Wittaya Suwakulsiri'

'Department of Biochemistry and Genetics, La Trobe Institute for Molecular Science (LIMS), La Trobe University.
*NanoBiotechnology Laboratory, Australian centre for Blood Diseases, Central Clinical School, Monash University

WS4-02 (1004] The High-throughput Genetically Directed Crosslinking Analysis Reveals the Physiological
Relevance of the ATP Synthase “Inserted” State

O Zengyi Chang

State Key Laboratory of Protein and Plant Gene Research, School of Life Sciences, Center for Protein Science, Peking
University

WS4-03 (1018 The Asia Pacific Protein Association and Collaboration with Asia-Pacific Partners
O James R. Ketudat Cairns'*?. Jisnuson Svasti**

'School of Chemistry, Institute of Science, Surnaree University of Technology-.

*Laboratory of Biochemistry, Chulabhorn Research Institute.

*Department of Biochemistry, Faculty of Biotechnology and Biomolecular Sciences, Universiti Putra Malaysia.
*Department of Biochemistry, Faculty of Science, Mahidol University

WS4-04 (1032] Putting ENAH EVH1 binders in context
O Amy E. Keating'. Theresa Hwang’, Meucci Watchman [lunga’. Robert A. Grant’

'Professor of Biology and Biological Engineering, Massachusetts Institute of Technology.
Department of Biology, Massachusetts Institute of Technology

(16)



WS4-05

WS4-06

WS4-07

WS4-08

WS4-09

Ws4-10

[10:46]

[11:00]

[11:28]

[11:42]

Delivery of Recombinant SARS-CoV-2 Envelope Protein into Human Cells
James M. Hutchison'?, Ricardo Capone™, Dustin D. Luu*’, Arina Hadziselimovic™.
Wade D. Van Horn**, O Charles R. Sanders™

'Chemical and Physical Biology Graduate Program, Vanderbilt University.

*Center for Structural Biology, Vanderbilt University. *Department of Biochemistry, Vanderbilt University.

*School of Molecular Sciences, Arizona State University.

*The Biodesign Institute Centers for Personalized Diagnostics and Mechanisms of Evolution, Arizona State University

STRUCTURE DETERMINATION AND IMMOBILIZATION OF AN ORGANIC SOLVENT-
TOLERANT ELASTASE FROM PSEUDOMONAS SP.

Muhammad Syafiq Mohd Razib, Zatty Syamimi @ Adura Mat Said,

Raja Noor Zaliha Raja Abd Rahman. Adam Leow Thean Chor. Abu Bakar Salleh,
O Mohd Shukuri Mohamad Ali

Enzyme and Microbial Technology Research Centre, Faculty of Biotechnology and Biomolecular Sciences, Universiti
Putra Malaysia

Smallpox virus chemokine-binding proteins have strong anti-inflammatory properties
O Kurt L. Krause'. Ellie Torbati'. Lyn Wise’. Saeed Sharif*

'Dept. of Biochemistry, Univ. of Otago. “Dept. of Pharmacology, Univ. of Otago.
’Dept. of Microbiology, Univ. of Otago

Study on the temperature-dependent oligomer dissociation mechanism of the small heat

shock proteins using those from Methanogenic archaea

OMasafumi Yohda'. Rio Midorikawa'. Arisa Kanno'. Ken Morishima®. Rintaro Inoue?.
Masaaki Sugiyama’

'Department of Biotechnology and Life Science, Tokyo University of Agriculture and Technology.
*Institute for Integrated Radiation and Nuclear Science, Kyoto University

DEVELOPMENT OF NOVEL BACTERIAL CONSORTIUM FOR BIODEGRADATION OF PARAFFIN
WAX IN CRUDE OIL
O Raja Noor Zaliha Raja Abdul Rahman'?, Nur Aina Adlan'. Malihe Masomian"*,

Suriana Sabri'?, Mohd Shukuri Mohamad Ali'"”

'Enzyme and Microbial Technology Research Centre, Faculty of Biotechnology and Biomolecular Science, Universiti

Putra Malaysia.

’Department of Microbiology, Faculty of Biotechnology and Biomolecular Science, Universiti Putra Malaysia.
*Department of Biochemistry, Faculty of Biotechnology and Biomolecular Science, Universiti Putra Malaysia.
“Centre for Virus and Vaccine Research, School of Science and Technology, Sunway University

(11:56] Targeting the BCL-2-regulated cell death pathway for the treatment of cancer

Fairlie WD"**, Arulananda S'. O’Brien M'. Harris TJ'. Tran S%. Steinohrt NS',
Evangelista M'. Jenkins LJ'?, Poh AR'. Rohrbeck L*. Thapa B'. Williams DS',
Cebon J'. Behren A'. Herold MJ*, Haass NK°. Mariadason JM'. John T%, O Lee EF'*?

'Olivia Newton-John Cancer Research Institute. *School of Cancer Medicine, La Trobe University.
*Department of Biochemistry and Genetics, La Trobe Institute for Molecular Science.
*Walter and Eliza Hall Institute. *University of Queensland Diamantina Institute, ‘Peter MacCallum Cancer Centre

(12101 Closing Remarks

O Masafumi Yohda
Tokyo Univ. of Agri. and Tech.

(17)
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SRS FHE : &N\ HOBEREHRTMR DR
Non-equilibrium state molecular movies: a new frontier in structural and
functional studies on proteins

FE | AR SES FEE

y X BETEBIIB I o T A HEEZLRLF UG % B ERER - 220 5 B8 CHEB I B 2 [ 357 B i)
DEFFEDTREIZ 2 ) . B B ARE T HRICFE D W T Wiz g VX 7 oS REA BT ZE S8 72 22 2 00 dh 5,
AKU—=27 a2y 7 TR XHABHES V- —IC X DWERT - 7 I v Fa Y — - 5HaERE - t0 i oRken
W2 HEAET 2EB L BE, ¥ N0 EY A F 3 7 ACHET 2T OWIFRCR & 02582 - JiT %o
Shooting “molecular movies” by X-ray free electron lasers has enabled us to visualize structural changes in non-
equilibrium states of proteins with high spatial and temporal resolution, which has opened a new era of structural and
functional studies on proteins. In this workshop, we will discuss the latest research on protein structural dynamics.

F—=AFAY—mk BET RILRZ). A Bl (#FXRZE)

Organizers: Eriko Nango (Tohoku Univ.), Tetsunari Kimura (Kobe Univ.)

(18001 (FUSHIC
Opening Remarks

WS5-01 11805 B¥MMEMBRHA A K70 KT NM-R3 OH#EREA
Pumping mechanism of NM-R3, a light-driven bacterial chloride importer in the rhodopsin
family
KR B! (Mio Ohki), LY ¥ —A 2 (Ji-Hye Yun), 5&111 &k 3 (Naoya Shibayama)s,
Aeoryy? (Weontae Lee), O =H] ! (Sam-Yong Park)

UBEUET K - ZEA5BEFF (Grad. Sch. of Med. Life Science, Yokohama City Univ.),
A K AE PR EB (Dept. of Biochem., Yonsei Univ.), *H&EEA (Jichi Med. Univ.)

WS5-02 (18280 BFIal—2avIc&B U NIERTFHEEEELDORER
ATOMISTICALLY DECIPHERING FUNCTIONAL PROCESSES OF PROTEINS WITH MOLECULAR
SIMULATIONS

O#k T)Z (Shigehiko Hayashi)
HUK - B - {b%% (Dept. of Chem., Grad. Sch. Science, Kyoto Univ.)

851 RIRNF—ZFE>TAMZICTOM ZEEXTHIARTOBEEFLFTIVR
The structure and dynamics of rhodopsins inwardly transporting protons by using light
energy
O3F I F— (Keiichi Inoue)
HK - P HEWE (ISSP, Univ. of Tokyo)

WS5-03 |

WS5-4 (1914 shEFHELIC K WIS A E Lo FFEEKIKS S UIERIEKMAKD 2 NI B I F I U RFEHAL
(2P-61) ICRIFTRR
Role of freezable and unfreezable hydration water for the activation of protein dynamics
revealed by neutron scattering

OIlA A (Naoki Yamamoto)
FIIG BERE R 24 B 27350 2 B2 5 e A= W Wy PR 2758 ] (Div. Biophys., Dept. of Physiol., School of Med., Jichi Med. Univ.)

(18)



WS5-5 (1937 I RAVKRUTZEUN/BRARBOBEER
(2P-22) Structural basis of the mitochondrial protein assembly machinery
OFrH BAE: 7 (Hironori Takeda), 1 HA 3 (Akihisa TsuTsumi), 3% JI] 3% 3 (Masahide Kikkawa),
B S} (Toshiya Endo)
"SUBEK - A6y (Dept. of Biol.,, Kyoto Sangyo Univ.), “FI{L2%F428 BDR (RIKEN center of BDR),
*HEK + BE (Dept. of Medical., Univ. of Tokyo)

WS5-06 2000 BHERFENBEHRZETHRET D2 /NI EOBEEE
Functional Dynamics of Proteins Captured By High-Speed Atomic Force Microscopy
OWE &2 23 (Takayuki Uchihashi)

"4k + P (Grad. Sch. of Sci., Nagoya Univ.), *4°K - ##$lF (iGCORE, Nagoya Univ.),
SEGREEIE X ~ ¥ — (ExCELLS, NINS)

(2023 YIS
Closing Remarks

SRITE
WS6 &5 o) e 170y 1800~ 2080 Lapanese Sesson

SN BOBBHSRE—ETA. WIE. A
Liquid-liquid phase separation of proteins -measurement, regulation, and
application-

y 8y o S HE] L3, DFPGHL T LBHOm T, SFrEICES LM (Fay 7Ly b) &
T HBRTH 5D, FAE Fra 2y YN EHD, ZOWBMDEEEZFHL, Th o Oz HI#H L T»5b 2 L2
bipkoTElze KT =22y 7Tk, NMR, EH. =0 F5Hl, 5 FEI)% 7% EOWEILEm 2 Tz v,
(AT HE] OAREIZEAS S & LW BIIEE ICHEHZ BV L7z, S 512, IIEINS & 2 i0eorE 55 Bk oo il <0 i
AHAHE 2 AL L 726 AR IC O W T H A L Tniz72

Accumulated date demonstrate that various proteins utilize a liquid-liquid phase separation for regulating their
function. In this workshop, invited speakers will present various approaches for understanding the liquid-liquid phase

separation and showing its application.

F—=AFAY— 8 BA (RILKRE). BH ML (XM
Organizers: Kiyoto Kamagata (Tohoku Univ.), Tomoshi Kameda (AIST)

(1800] (FU&HIC
Opening Remarks
O#IE 5 A\ (Kiyoto Kamagata)
LK% (Tohoku Univ.)

WS6-01 (1805 FH—RIAFBED B D TFEHAI & Hl#5 F:85
Single-molecule characterization and regulator design of liquid-liquid phase separation
O#IE % A (Kiyoto Kamagata)
BALK - £ 5k (IMRAM, Tohoku Univ.)

WS6-02 (18251 FIFZ= V) v FEFI & HS B
Arginine-rich sequence and liquid-liquid phase separation
i (Takuya Yoshizawa)
K« 2 (College of Life Sciences, Ritsumeikan Univ.)

(19)
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WS6-03

WS6-04

WS6-05

WS6-06

WS6-07

[18:45]

[19:05]

[19:25]

[19:45]

[20:05]

[20:25]

ENEHTHSZ NI BORBHEDBE
Pressure and temperature phase diagram for liquid-liquid phase separation of proteins
OdbJEt 5E (Ryo Kitahara)

S @ik - 3 (Coll. Pharm. Sci., Ritsumeikan Univ.)

RiEIC XD L- FLEEER{LEER DIE ML

Enzyme activation of L-lactate oxidase by liquid droplets

Oiifi A (Tomoto Ura), &JI[ Mi-T- 2 (Ako Kagawa), JARK &5 2 (Hiromasa Yagi),
Wi Mok 2 (Naoya Tochio), AJI| FEHI 2 (Takanori Kigawa), J2JI % 2 (Tsutomu Mikawa),
FIAR BEAHR ! (Kentaro Shiraki)

'S BE « BB (Pure and Appl. Sci., Univ. of Tsukuba), *Ffjf , BDR (RIKEN, BDR)

RN FEEZHETIAIENVEQ T E—
Synthetic protein condensates that regulate protein activity in living cells
O%Hh L4l (Shinya Tsukiji)

% TRKE + 1.+ ZE6nSAE (Dept. of Life Sci. Appl. Chem., Grad. Sch. of Eng., NITech)

BERREZEITDIAIHRETNE T F Y TEBRNA A2 AT LADERE
Self-growing artificial cell reactor systems and perspectives for on-chip cell-free biosystems
OWpHh 47 (Hiroyuki Noji)

WK + T. - ek (Dept. of Applied Chem., Univ. of Tokyo)

MD 2 a1Lb—2 a3 v eMFEBERASTDOEINTF FEEER TR

Prediction of peptide aggregation tendency by combination MD simulation and machine
learning

SER M E—! (Yoichi Kurumida), /R {98 ! (Kaito Kobayashi), Z5Ji #t 1,23 (Yutaka Saito),

g B4 (Yusuke Nakamichi), jlliFH R4 3 (Keisuke Ikeda), O H 452 ! (Tomoshi Kameda)

DERHE - N THNBE (AIRC, AIST), “MERSHF - HLARI OIL (AIST-Waseda Univ., CBBD-OIL),
SYUKRE - P (Grad. School Frontier Sci., Univ. Tokyo). *BERHF - #AE{LE: (RISC, AIST),
SE K « 3 (School Pharmacy, Univ. of Toyama)

Wers

Discussion

OfaH faw (Tomoshi Kameda)
VESERATE G ZERT (AIST)
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NMFAEEREBEBEFEBIANNVANT 2—0O5 - mBEEECAHES
Analysis, quality control and regulatory science of biopharmaceuticals and
viral vectors for gene therapy

INA A EIESIPURBESE & b 128 CERL S N, EFIE, CEERUIUA G CEOE LY EN s Er LR S
EY) T A RS, MEEBHRHENIC SV CEA ORE R RS L LEENSEL TnD, —F, Mtz AL
AE M- BETERERGOEL L TB ). L)L L BEEA RO OGN TV L, KT =72 a v 7T,
INAF BTN A . BEFERELIZOWT, PHEZITAGIT 20988 12X 2R BRG], 2512, &OEF
FOTE 5 DFRREIZ OV TR T 5o

Many biopharmaceutical products, mainly antibody drugs, have been put into practical use. In recent years, different
modalities utilizing protein engineering technologies such as bispecific antibodies have been developed, and it has
become necessary to solve unique problems in quality control and regulation. On the other hand, gene therapy products
using recombinant viruses have also appeared, and more complicated analysis and quality control are required. In this
workshop, in addition to biopharmaceuticals, gene therapy products will be discussed by researchers who are leading the
field, explaining the background and current situation, and issues from the aspect of protein science.

F=HFAY— R E (KRXZE). 6H BF (BxEERELEHLEMIR)

Organizers: Susumu Uchiyama (Osaka Univ.), Akiko Ishii (National Institute of Health Sciences)

WS7-01 (18000 & /NUERER / AN FHEICET 2RFIDHERD S OBIK LB
Current status and issues on evaluation of protein aggregates/subvisible particles in
biopharmaceuticals from regulatory perspective

O%:H T~ (Hiroko Shibata), A7 FL A (Masato Kiyoshi), J§[H %t (Akira Harazono),
FiJk W17 (Akiko Ishii)

FESLATRT - 438 8 (DBCB, NIHS)

WS7-02 (18251 Bispecific iiiADFiERRT & EAERIF
Characterization of Bispecific Antibody & Protein Science
O % (Satoshi Saitoh)
ok - BELBE (Quality Development Dept., Chugai Pharm.)

WS7-03 11850 L7414 NIV SRAIRICETDE NI BORE LRE
Protein adsorption and aggregation in prefilled syringe formulations
OXH Hia! (Saki Yoneda), ALEP k! (Takahiro Maruno). e ! (Asuka Mori),
HiE %! (Ayana Hioki), g i&E ! (Haruka Nishiumi), &5 %)y 2 (Ayano Fukuhara),
JEPN PR (Yosuke Harauchi), JEi¥ 3 (Satoru Adachi), B} A 3 (Kumi Okuyama),
B ok (Taichi Sawaguchi), JN i (Tetsuo Torisu), Py o (Susumu Uchiyama)

"Bk - T - ZE@dEdE (Dept. Biotech. Grad. Sch. Eng. Osaka. Univ.), *Z— « X5 1 2 (U-Medico Inc.),
AAE L~ (ZEON Corp.). “EfrAliEsE+Y ~ ¥ — (ExCELLS)

WS7-04 11010 BEFAROFMREE M ERE
Trends and challenges in the emerging gene therapy
ORI L (Takashi Okada)
HOK - EERHIF + 437 #if£PE % (Div. of Mol. Med. Gen., Univ. of Tokyo)

WS7-05 (1940 BEFERBAVAINANT 2—DRGE
Manufacturing of viral vector for gene therapy
OlER} Hfi— (Junichi Mineno)
% 91 5354 k&4t (Takara Bio Inc.)
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WS7-06

(2005 BEFEBIANANG E=T T/ HEHEIANVAOFhEREEE
Biophysical characterization and quality control of adeno-associated virus vector for gene
therapy
OWIL 4 (Susumu Uchiyama)
B K « I. - ¥ 1% (Dept. Biotech., Grad Sch. Eng., Osaka Univ.)
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REDFEE : EHFPFE—F—D5. AIDFERET
Molecular Engines: From Biological Molecular Motors To Artificial Molecular
Machines

FE | AR KBS FRE

5 287 B TR L DRI, BRI £ 912 A — VT WTWw b, R, 2D L) RERSTE-S —
OEEFIIZAD, ATHIZO T EBREIL L) L) RAP R ENL L) I2h->TEL, TZTOEERI VL
T NI [EEBS T bbb, BWAGERICL >, TAINVF-FWEFERTL0TThHb, KRT—2 3 avy 7T,
HARSEB) o F OMEIERY - BHREBVEN 2> 5 B ALEB T ORE L THERT 20 AV —27 v a v 73, LR
FHEEWFTE R Al IS [ 5EBh o TRk O fiETd,

Proteins are called molecular machines, which precisely work like machines on the nanoscale. Recently, on the basis
of understanding molecular mechanisms of biological molecular motors, designs of artificial molecular machines have
been attempted. The key concept is the molecular engine, which generates mechanical motions by receiving external
energy, and converts it to another form of energy. In this workshop, recent advances on molecular engines from
structural and computational analyses of biological molecular engines to designs of novel artificial molecular engines
will be discussed.

F=HAFAY— A0 EE RHIIASE). A Rt (FEXS)
Organizers: Mitsunori lkeguchi (Yokohama City Univ.), Takeshi Murata (Chiba Univ.)

WS8-01 1945 ERANVHBEZEMLEATSFORRZOHEE
Development of functional molecules mimicking transmembrane proteins
O% 5 $4 (Kazushi Kinbara)
B T3 K% (Tokyo Inst. Tech.)

WS8-02 (1019 4NV BETOY VEMBEDLETHLVWENRFE—2—2THF173
Designing novel biomolecular motors by combining protein building blocks
O H feth (Ken'ya Furuta)
OIS FZEREHE (NICT)

WS8-03 (10481 AT & /NI EEDBIRIMRERET
Design of dynamic functions of artificial protein needles
O LW B (Takafumi Ueno)
WK + A6 P T (School of Life Sci. and Tech., Tokyo Tech)

WS8-04 (11:171 Synchronous operation of bio-molecular engines
Offj#i. # (Akira Kakugo)
JE KB (Dept. of Sci. Hokkaido Univ.)

WS8-05 (1146 REBHFDOFFHHEIIaL—23Y
Molecular Dynamics Simulations of Molecule Engines
Ot I i 2 (Mitsunori Tkeguchi)
UBHET K - 2@ EE (Grad. Sch. of Med. Life Sci., Yokohama City Univ.), B - #14#+42+t (RIKEN, R-CCS)

(23)
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MAFETIZEEAHEEZORMERRAEK —RFRIROHR=LrTEEME -
Synergistic development of protein science and antibody engineering

VRS & BRI X o THURISH &3 2 90R1E, FEET Yy — v & LTH v S, X UGS IC BT 265

by rxRurb LTCofPIE, ZORZAPTH S, £ LT, EETIE, FEFOHREE LWs I 4 BT HEMEE

R FHETICBWTOEHEDPEBEIN TV D, AY—2 v 3y 7FTIE, BHERAICE T S FEGRFERICO K

Ezw%‘%%w_bw DEHPUE S N > 7 Hifl OB FS R EPUE OIS L IS OEB E R L. BUROEERL S50
REPEIC DWW TR %,

Usefulness of antibody fragments has been widely accepted in both x-ray crystallography and cryo-EM. This
workshop will be focused on the development of novel functional antibodies and antibody-labeling techniques, which
will contribute to the advancement of not only protein science but also life science in general.

F=HFTAY— KRN BRHILIKRF). BF 88 (FEKAF)

Organizers: Terukazu Nogi (Yokohama City Univ.), Tomoya Hino (Tottori Univ.)

[9:45] A
O H¥ %3t (Tomoya Hino)
BSR4 (Tottori Univ.)

WS9-01 511 ANTFREITIARATFLEZERVEFRRGEIE b—7REORR
Development of a novel epitope-mapping method using a peptide-tag system
OMMilE 7% (Yukinari Kato), 8F f{= (Teizo Asano), 457 FE3HE (Mika Kaneko)
Bk - & - HiAkAIZE (Tohoku Univ. Grad. Sch. Med.)

WS9-02 11015 iREIZINTHEAD PA & TBAFEDRZBENICE S NZ-1 TRV 2 TiEO—fRAL
Generalization of NZ-1 labeling through optimization of the PA tag insertion method into
target proteins

OXK SAl (Terukazu Nogi)
MK « 247 EE (Grad. Sch. of Med. Lif. Sci., Yokohama City Univ.)

WS9-03 (1039 U752/ FIZDEBEFHIFMEAD Fv-clasp DISFA
Application of Fv-clasp to structural studies of integrin/laminin
OF#H BR! (Takao Arimori), I T 2 (Naoyuki Miyazaki), A #— ! (Junichi Takagi)
"Bk - BRF (IPR, Osaka Univ.), LK « 444 4 F 3 7 AHBF (TARA, Univ. of Tsukuba)

WS9-04 1103 ISAAC &%= TCR HRADMRMH LI EDRF L DA SREENDRH
(3P-76) Rapid and efficient generation of T cell receptor-like antibodies using the ISAAC method and
its application to cancer immunotherapy

O/J\i% iz ! (Tatsuhiko Ozawa), HA} ¥ 2 (Tomoko Nakamura), /MK ¢35 ! (Eiji Kobayashi),
N ARE (Hiroshi Hamana), #f EE? (Atsushi Hayashi), A¥11 5§ ! (Atsushi Muraguchi),
! (Hiroyuki Kishi)

"EIIK - B - g% (Dept. Immunol., Fac. Med., Univ. of Toyama),
*BIIK - P& - M} (Dept. Ophthalmol., Fac. Med., Univ. of Toyama)

WS9-05 (1127 BEBZHRERAREE THETA Y A5 A

Temperature-sensitive antigen-antibody reaction and thermal-elution-based-tag (THETA) system

O 47 #247 (Toshiyuki Okano)
WK - JeiEBE T - #E (Dept. Elec. Eng. Biosci., Grad. Sch. Adv. Sci. Eng., Waseda Univ.)
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WS9-06 (1151 SARS-CoV-2 o349 % A THifADEEAIS
Rapid development of antibody-like proteins against SARS-CoV-2
O I # ™ (Hiroshi Murakami), i Kk ! (Taishi Kondo), 754+ HEHE 23 (Masayasu Iwatani),
AR FIBA 2 (Kazhiro Matsuoka), JHERF 23 % ! (Tomoshige Fujino), MEAS 2 ! (Shun Umemoto),
RhEE BeT 2 (Yoshiyuki Yokomaku), #f [l ! (Gosuke Hayashi)

"% KBt + T. (Grad. Sch. of Eng., Nagoya Univ. ), “# %+ (CRC, Natl. Hosp. Org., Nagoya Med. Ctr.),
34 KBilE (Grad. Sch. of Med., Nagoya Univ.), ‘% K7/ 54 7 (Inst. of Nano-Life-Systems, Nagoya Univ.)

ey
WS1 68 188 (&) /June 18 (Fri) 9:45~ 12:15 Japanese Session

HRAAtEHE 2 XELT B & /N7 B FHREED SR - R - BREOBRITIEHEEE

—— By - 7AORATV Y 7N S SHREGFIEFORIK —
Dynamic-Allosteric regulation molecular mechanism of multi-specific function
of proteins in cell system

MBEANTIZFNS Y > 787 B3 HIE - (ZE R 2 T LR Y 7 VRE 2 FICIDICHER I L T2, —J5, 2
DMWY R Z KT 5 5 2 X O 5 FRREHIHIZEA TWi v, & VX HZEINGAAETH ) HBEFEROME
AL TR 2 RERE 7OV T2 O FHE O SRR IE & R R, MO BRI N EE TS 20 AREW TIEIMEN TR
GRERE R IS 28k 4 5 VXV BOEWE2E 70 A7) v 7 U EIZIUY MLt 928 - BRI 2 WL L Riae & R
W7z

Proteins regulate cell system in a very sophisticated manner. The mechanisms that realize this exquisite control have
not yet been elucidated. Proteins are dynamic entities, and it is difficult to understand the diversity, specificity, and

cooperativity from static view point. Here, we would like to review and discuss the experimental and theoretical
studies on the dynamic and allosteric properties that exhibit diverse multi-specific functions of proteins.

F=HFAY— KZERE EKKRE). LB BF (EREIMHEEMERN
Organizers: Yasushige Yonezawa (Kindai Univ.), Yuko Tsuchiya (AIST)

WS10-01 1945 F— kI a—4—ICE D<K GPCR ¥ JFHIURER MBI
Autoencoder-based detection of the residues involved in GPCR signaling
Ot #B1! (Yuko Tsuchiya), A7 M 2 (Kei Taneishi), K% HEw 3 (Yasushige Yonezawa)
UERAHE - N THNRERIE £ ~ 7 — (AIRC, AIST), “BEF (RIKEN), ¥k (KINDAI Univ.)

WS10-02 (1010 E F7ARKTFTU TV E2 REBEEP3-G RNV BERGD Y T4 F EFHEMFEER TRER
(3P-30) Cryo-EM structure of human prostaglandin E2 receptor EP3-G protein complex
OFHy ! (Ryoji Suno), AZHI fiEE 2 (Yukihiko Sugita), FRA Fll& 3 (Kazushi Morimoto).
A 3 (Hirokazu Tsujimoto), FF{ifl A% 4 (Mika Hirose), 4 F1% ! (Chiyo Suno),
WA fid ol (Norimichi Nomura), 77 & 3 (Kenji Iwasaki), JIHE #Z2 3 (Takayuki Kato),
S A3 (So Iwata), /INPK $h42 ! (Takuya Kobayashi)

"BIVHEERE R ¢ BE (Med., KMU), 250K « 7 4 V ATERF (IVR, Kyoto Univ.), “50K + BE (Med, Kyoto Univ.),
‘PR - EEWE (IPR, Osaka Univ.), K - 4554 3 7 2 (TARA)

WS10-03 11035 £HFFOWSEERRUD/NT Y+
Fluctuation and Variation in biology
OHA B (Takuma Shiraki)
SEK - AP T (Kindai Univ. BOST)
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WS10-04 (1100 HHEIEEEMPICLS FACT ZNLAzER b2 H3 T4 L OEBIRIBEE L DEZEA
(3P-31) Structural characterization of dynamic changes of histone H3 N-tails through FACT using
synergistic structural biology approaches
Ot Hege ! (Yasuo Tsunaka), K& F5HH ! (Hideaki Ohtomo)s BN BkAS 2 (Kosuke Morikawa),
Ay s P (Yoshifumi Nishimura)

UHEIT K - B - ZE@ERME (Grad. Sch. of Med. Life Sci., Yokohama City Univ.),
TRUK - BE - b (Grad. Sch. of Biostudies, Kyoto Univ.),
REBK - B - A fy (Grad. Sch. of Int. Sci. Life, Hiroshima Univ. )

WS10-05 (1125 ALEBHEICH T ZBEREREOBRICARTZEBERT v bEANLOEHDIARRER
Correlation analysis of the protein environment around heme and the heme distortion in
hemeproteins
Ok &1 ! (Hiroko X. Kondo), fl{¥5 =g 2 (Hiroyuki lizuka), 4#:7% 3 3 (Gen Masumoto),

e At (Yusuke Kanematsu), U7 {5 s (Yu Takano)

LWL Tk - T. (Fac. Eng., Kitami Inst.Tech.), It AB% - 1§$t (Grad. Sch. Info. Sci. Tech., Hokkaido Univ.),
*HURF ISC « 1% X (Info. Sys. Div, RIKEN ISC), “Ji KBt « J6#EBL T, (Grad. She. Adv. Sci. Eng., Hiroshima Univ.),
SIRTiKBE « 158 (Grad. Sch. Info. Sci, Hiroshima City Univ.)

WS10-06 (11500 SHERFEII2L—a ZBVWEEZNIERUE VN BESEOEIRERBITOEH
LA
Difficulties and New Challenges in Dynamic Correlation Analysis of Proteins and Protein
Complexes Using Computational Science Simulation
OXKEE HEw (Yasushige Yonezawa)

SR - SEE (Inst. Adv. Tech. of Kindai)

Srannel]
WS1 68 188 (&) / June 18 (Fri) 17:30 ~ 20:00 Japanese Session

£ TFOALEEITHUYRL<S EGEERE
Artificial design of biomolecules on bioscience research

TR RS T2 NS - BGEL . AR R ON CHIEIICAA L X ) & ¥ 2R E AL T b,
KI—2rvay T TR VT H - «7%% ik, #E7e SABS T2 ATREHI LD . T ok, 5
REEDO AL, S B INE DO DOTTERIZOWT, RILmOMIEBREMNT 5o /o, NLREEM G T2 Edf
Rl %ttoéﬂ%kéﬁwﬁguow Tk 3 %o

Recent years, the use of the artificially modified and/or designed biomolecules for biological research and therapeutic
applications are advancing. In this workshop, we will discuss the role of these molecules and future directions on
bioscience field via the introduction of state-of-the-art design of proteins, peptides, nucleic acids, and sugar molecules.

F—HAFAY— BE = (LK) . Bh B— (REFILKRZE)
Organizers: Koki Makabe (Yamagata Univ.), Shun-ichi Tanaka (Kyoto Prefectural Univ.)

WS11-01 11730 £HFFOALRE TR ERBZME BIZHA

(Opening Remarks) Artificial design of biomolecules on bioscience research

OBRE 248} (Koki Makabe)
IEK - Bt - BT (Grad. School. Sci. and Eng., Yamagata Univ.)

WS11-02 (17400 FERIABAIRE Z AV RBERZIEMET S HEEEREEORE
Development of nucleic acid drugs modified with acyclic nucleic acid
Ofli4F M+ (Yukiko Kamiya)

%K« T. - 44551 (Dept. of Biomol. Eng., Grad. Sch. Eng., Nagoya Univ.)
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WS11-03 (18000 HBEATZHTH2—2 2 NIBDANTREE - REICEDIS ANV EHEEERR Y b7—71C81
BYEEHEERAOKET /) 7—a Yy
Functional annotation of specific protein-protein interactions by using designer proteins
O% I $8/A (Norihisa Yasui)
LR - B - BEM§SE (38) (Grad. Sch. of Med, Dent. and Pharm. Sci., Okayama Univ. )

WS11-04 (18200 BHEDFEM%FAL NS/ HHEOBR
Creation of fine nanomaterials utilizing a unique wrapping ability of natural polysaccharide
O H 54 (Munenori Numata)

HURBIF N KB - A2 BRBE (Grad. Sch. of Life and Env. Sci, Kyoto Prefectural Univ.)

WS11-05 118400 BEAEF/ 70v7IC&HEEEATEAEEQAFORIRICHEITT
Toward Functional Artificial Protein Complexes Constructed from Protein Nanobuilding Blocks
Ok 35— 12 (Ryoichi Arai)
YEIK - N4 F X F 4 AVIE - HEARSF-4 2 X (Dept. of Biomol. Innov., Inst. for Biomed. Sci., Shinshu Univ.),
UEMK - BhHME - IS (Dept. of Appl. Biol., Fac. of Textile Sci. Tech., Shinshu Univ.)

WS11-06 (19000 TEFSVRIUT b—LEHBTEIAIEZ VNI EORIR
Tailor-made proteins controlling the epitranscriptome
O4% i R (Miki Imanishi)

5K« ABWF (Inst. for Chem. Res., Kyoto Univ.)

WS11-07 119200 ATREEHZ NV BEEFIAT D /-LEE R HE ML
Engineering by proxy: Novel strategy for engineering enzymes with synthetic designer proteins
OWH fi2— (Shun-ichi Tanaka)s, ¥ DA (Hiroshi Amesaka), =3 A3 (Kazufumi Takano)

RURHE LR AER ARG - AL G BRBERL AR FERLE - o ZE v AL 5L (Division of Applied Life Sciences, Graduate School of Life and
Environmental Sciences, Kyoto Prefectural University)

Srennel 2
WS1 68 188 (&) / June 18 (Fri) 17:30 ~ 20:00 Japanese Session

EGRIEETRLT I 7M1 ABBETHERESHLVL S NIHICRYEE !

Custimizing image processing steps for difficult cases of cryo-EM structure
determination of proteins

774 FEHIZ L B HHAATIIRCFRE LD 5. 77— F IZETIHERZ W Z R ) i U s ie e L 720 .
RHEIREZ 82 S 51203, &5 YV HICEDR TR AETIRZ TR LZ) #HEOV 7 by 2 7 2flaah
D) BEDPHIEN D Do KT =2 a3y 7T, BEEDPRAL NI R 2PN, EEftoR VR E
O [HELWG 237 | ORERNT 0BG & 2 O REFIHOFMOIERITER 2 LT,

To determine the structure of “difficult protein” with near-atomic resolution using cryo-EM single particle analysis,
the image processing workflow is not straightforward. Here, we will present details of SPA workflows by focusing on
specific examples of difficult cases, such as unknown structure, special shape without symmetry, and large structural
change.

A=A AY = FB AR BIINFIIRRFMAEHERB) . BL RE) (RALKE)

Organizers: Toshio Moriya (High Energy Accelerator Research Organization), Takeshi Yokoyama (Tohoku Univ.)

WS12-01 (17300 X5%3FEERLED=HICT T FEFERREFNIETTE S & h EREMITHESR (OTA
club) DEBHRR

Further Cryo-EM resolution improvement with image processing: Achievements of seminar
series for intermediate and advanced users (OTA club)

Oz ke (Toshio Moriya)
FT AR - POREDE - RG22 (SBRC, IMSS, KEK)
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WS12-02 [17:55)

WS12-03 (18201

WS12-04 (1845

WS12-05 [19:10]

WS12-06 [19:35]

RR R FA ABEY Y 7AW HETORE
Identification of cofactors using high-resolution cryo-EM maps
Otk AW ! (Koji Kato), )2 i ! (Ryo Nagao), & @t~ ! (Jian-Ren Shen),
FKIT #SBE ' (Fusamichi Akita), EFI [f3% > (Naoyuki Miyazaki)
"B K - S5 SERERE (RIIS, Okayama Univ.), *$#ik - TARA (TARA, Univ. of Tsukuba)

B FAETEIC K B IRTEAS SRR

Structural analysis on helical complexes by single-particle cryo-EM
O#H fiEjE ' (Yukihiko Sugita)
"BOK - A4 OV ZAFEWF (inFront, Kyoto Univ.), 50k « 1) >~ ¥ — (Hakubi Center, Kyoto Univ.)

I 71 FEFEMBEICH T IRREEERROHh IO
TIPS for cryoEM single particle analysis
O'® B/ (Akihisa Tsutsumi)

HUK « BE (Grad. Sch. Med, Univ. of Tokyo )

AT—=IER L7 71 FEFHEBRGED SDNFFES VNI BOES ERAERRR
High-resolution Cryo-EM analysis of small protein from stage-tilt images
O 5 (Ryo Kanno)

LR F BN K2 B K% (Okinawa Institute of Science and Technology (OIST))

RNAAD Y Y ZABAVR)—L&RWE. 7714 FERIEESUBITOKRE
Investigation of image classification for cryo-EM using RNA helix-inserted ribosomes
Ol ® 7] (Takeshi Yokoyama)

HAL K - Ay (Dept. of Life Sci., Tohoku Univ.)
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